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<160> 4 
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<210> 1 

<211> 1840 

<212> DNA 

<213> Homo sapiens 

<400> l 

ctcgagccgg ggtgcggcag cactgccagg ggaagagggt gatccgaccc ggggaaggtc 60 
gctgggcagg gcgagttggg aaagcggcag cccccgccgc ccccgcagcc ccttctcctc 120 
ctttctccca cgtcctatct gcctctcgct ggaggccagg ccgtgcagca tcgaagacag 180 
gaggaactgg agcctcattg gccggcccgg ggcgccggcc tcgggcttaa ataggagctc 240 
cgggctctgg ctgggacccg accgctgccg gccgcgctcc cgctgctcct gccgggtgat 300 
ggaaaacccc agcccggccg ccgccctggg caaggccctc tgcgctctcc tcctggccac 360 
tctcggcgcc gccggccagc ctcttggggg agagtccatc tgttccgcca gagccccggc 420 
caaatacagc atcaccttca cgggcaagtg gagccagacg gccttcccca agcagtaccc 480 
cctgttccgc ccccctgcgc agtggtcttc gctgctgggg gccgcgcata gctccgacta 54 0 
cagcatgtgg aggaagaacc agtacgtcag taacgggctg cgcgactttg cggagcgcgg 600 
cgaggcctgg gcgctgatga aggagatcga ggcggcgggg gaggcgctgc agagcgtgca 660 
cgaggtgttt tcggcgcccg ccgtccccag cggcaccggg cagacgtcgg cggagctgga 720 
ggtgcagcgc aggcactcgc tggtctcgtt tgtggtgcgc atcgtgccca gccccgactg 780 
gttcgtgggc gtggacagcc tggacctgtg cgacggggac cgttggcggg aacaggcggc 840 
gctggacctg tacccctacg acgccgggac ggacagcggc ttcaccttct cctcccccaa 900 
cttcgccacc atcccgcagg acacggtgac cgagataacg tcctcctctc ccagccaccc 960 
ggccaactcc ttctactacc cgcggctgaa ggccctgcct cccatcgcca gggtgacact 1020 
ggtgcggctg cgacagagcc ccagggcctt catccctccc gccccagtcc tgcccagcag 1080 



1 



WO 00/23108 



PCT/US99/23764 



ggacaatgag attgtagaca gcgcctcagt tccagaaacg ccgctggact gcgaggtctc' 1140 
cctgtggtcg tcctggggac tgtgcggagg ccactgtggg aggctcggga ccaagagcag 1200 
gactcgctac gtccgggtcc agcccgccaa caacgggagc ccctgccccg agctcgaaga 1260 
agaggctgag tgcgtccctg ataactgcgt ctaagaccag agccccgcag cccctggggc 1320 
cccccggagc catggggtgt cgggggctcc tgtgcaggct catgctgcag gcggccgagg 1380 
gcacaggggg tttcgcgctg ctcctgaccg cggtgaggcc gcgccgacca tctctgcact 1440 
gaagggccct ctggtggccg gcacgggcat tgggaaacag cctcctcctt tcccaacctt 1500 
gcttcttagg ggcccccgtg tcccgtctgc tctcagcctc ctcctcctgc aggataaagt 1560 
catccccaag gctccagcta ctctaaatta tgtctcctta taagttattg ctgctccagg 1620 
agattgtcct tcatcgtcca ggggcctggc tcccacgtgg ttgcagatac ctcagacctg 1680 
gtgctctagg ctgtgctgag cccactctcc cgagggcgca tccaagcggg ggccacttga 1740 
gaagtgaata aatggggcgg tttcggaagc gtcagtgttt ccatgttatg gatctctctg 1800 
cgtttgaata aagactatct ctgttgctca aaaaaaaaaa i840 

<210> 2 
<211> 331 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Glu Asn Pro Ser Pro Ala Ala Ala Leu Gly Lys Ala Leu Cys Ala 
15 10 15 

Leu Leu Leu Ala Thr Leu Gly Ala Ala Gly Gin Pro Leu Gly Gly Glu 
20 25 30 

Ser lie Cys Ser Ala Arg Ala Pro Ala Lys Tyr Ser He Thr Phe Thr 
35 40 45 

Gly Lys Trp Ser Gin Thr Ala Phe Pro Lys Gin Tyr Pro Leu Phe Arg 
50 55 60 

Pro Pro Ala Gin Trp Ser Ser Leu Leu Gly Ala Ala His Ser Ser Asp 
65 70 75 80 

Tyr Ser Met Trp Arg Lys Asn Gin Tyr Val Ser Asn Gly Leu Arg Asp 
85 90 95 

Phe Ala Glu Arg Gly Glu Ala Trp Ala Leu Met Lys Glu He Glu Ala 
100 105 no 

Ala Gly Glu Ala Leu Gin Ser Val His Glu Val Phe Ser Ala Pro Ala 
115 120 125 

Val Pro Ser Gly Thr Gly Gin Thr Ser Ala Glu Leu Glu Val Gin Arg 
130 135 140 

Arg His Ser Leu Val Ser Phe Val Val Arg He Val Pro Ser Pro Asp 
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160 



Trp Phe Val Gly Val Asp Ser Leu Asp Leu Cys Asp Gly Asp Arg Trp 
165 170 175 

Arg Glu Gin Ala Ala Leu Asp Leu Tyr Pro Tyr Asp Ala Gly Thr Asp 
1B0 185 190 

Ser Gly Phe Thr Phe Ser Ser Pro Asn Phe Ala Thr He Pro Gin Asp 
195 200 205 

Thr Val Thr Glu He Thr Ser Ser Ser Pro Ser His Pro Ala Asn Ser 
210 215 220 

Phe Tyr Tyr Pro Arg Leu Lys Ala Leu Pro Pro He Ala Arg Val Thr 
225 230 235 240 

Leu Val Arg Leu Arg Gin Ser Pro Arg Ala Phe He Pro Pro Ala Pro 
245 250 255 

Val Leu Pro Ser Arg Asp Asn Glu He Val Asp Ser Ala Ser Val Pro 
260 265 270 

Glu Thr Pro Leu Asp Cys Glu Val Ser Leu Trp Ser Ser Trp Gly Leu 
275 280 285 

Cys Gly Gly His Cys Gly Arg Leu Gly Thr Lys Ser Arg Thr Arg Tyr 
290 295 300 

Val Arg Val Gin Pro Ala Asn Asn Gly Ser Pro Cys Pro Glu Leu Glu 
305 310 315 320 



Glu Glu Ala Glu Cys Val Pro Asp Asn Cys Val 
325 330 



<210> 3 
<211> 19 
<212> OKA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic 
<400> 3 

gccttcagcc gtgggtagt 19 



<210> 4 
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<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 



<400> 4 

gacagcggct tcaccttctc 
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